Award Number: DAMD17-03-1-0196

~ TITLE: Determine the Mechanism by Which Specific ErbB Receptor
Dimers Differ in Their Ability to Disrupt Epithelial Cell
Polarity -

PRINCIPAL INVESTIGATOR: Alexandra V. Lucs.

CONTRACTING ORGANIZATION: Cold Spring Harbor Laboratory
Cold Spring Harbor, NY 11724

REPORT DATE: April 2005
TYPE OF REPORT: Annual Summary

PREPARED FOR: U.S. Army Medical Research and Materiel Command
S Fort Detxick, Maryland 21702-5012

DISTRIBUTION STATEMENT: Approved for Public Release;
' Distribution Unlimited

The views, opinions and/or findings contained in this report are
those of the author/(s) and should not be construed as an official
Department of the Army positiomn, policy or decision unless so
designated by other documentation.

20050824 115




: REPORT DOCUMENTATION PAGE O

Public reporting burden for this collection of information is estimated to average 1 hour-per response, incliding the time for reviewing instructions, searching existing data sources, gathering and maintaining
the data needed, and compléting and reviewing this collection of information. Send comments regarding this burden estimate or any other aspect of this collection of information, including suggestions for
reducing this burden to Washington Headquarters Services, Directorate for Information Operations and Reports, 1215 Jefferson Davis Highway, Suite 1204, Arington, VA 22202-4302, and to the Office of
Management and Budget, Paperwork Reduction Project (0704-0188), Washington, DC 20503 -

1. AGENCY USE ONLY 2. REPORT DATE - 3. REPORT TYPE AND DATES COVERED

{Leave blank) , April 2005 Annual Summary (1 Apr 2004 - 31 Mar 2005)
4. TITLE AND SUBTITLE . 5. FUNDING NUMBERS

Determine the Mechanism by Wthh Specific ErbB. Receptor DAMD17-03-1-0196

Dimers Differ in Their Ability to Disrupt Epithelial Cell

Polarlty

6. AUTHOR(S)
Alexandra V. Lucs

7. PERFORMING ORGANIZATION NAME(S} AND ADDRESS(ES) 8. PERFORMING OkGANIZA TION
Cold Spring Harbor Laboratory REPORT NUMBER
Cold Spring Harbor, NY 11724

E-Mail:  -lucs@cshl.edu

9. SPONSORING / MONITORING ’ : 70. SPONSORING / MONITORING
AGENCY NAME(S) AND ADDRESS(ES) . : AGENCY REPORT NUMBER

U.S. Army Medical Research and Materiel Command
Fort Detrick, Maryland 21702-5012

=

71. SUPPLEMENTARY NOTES

72a. DISTRIBUTION / AVAILABILITY STATEMENT CoL 72b. DISTRIBUTION CODE
Approved for Public Release; Dlstrlbutlon Unllmlted

13. ABSTRACT (Maximum 200 Words) :

Loss is epithelial architecture is thought to be an early event in carcinoma. The
mechanism by which oncogenes disrupt epithelial architecture is poorly understood.
Previous results from our lab have shown that ErbB2, an oncogene correlated to poor
clinical prognosis in breast.cancer, can disrupt epithelial cell polarity. My research is
‘aimed at 1nvest1gat1ng how activation of ErbB2 disrupts epithelial cell polarity.

| Actlvatlon of ErbB2 is known to induce phophorylation of five tyr051nes in its cytoplasmlc

tail. Using ErbB2 autophosphorylation site mutants, I investigated whether a particular
tyrosine residue mediates the ErbB2-induced changes in epithelial cell polarity. In my
first series of studies, where one of the five tyrosines was mutated to phenylalanine, I
'have identified that loss of. Tyr 1144 inactivates the ability of ErbB2 to disrupt cell
polarlty suggestlng that Tyrll44 is required for ErbB2-induced changes in polarity. I am
in the process of completing my analyses to investigate whether Tyr 1144 or other tyrosine
is sufficient to mediate ErbB2-induced changes in polarity and identify the tyr051ne
‘residues that medlate the ErbB2- 1nduced changes in the. Par protein complex..

14. SUBJECT TERMS . o ‘ 75. NUMBER OF PAGES
ErbB receptors, synthetic dimerizing ligand v g - 11

16.-PRICE CODE

17.. SECURITY CLASSIFICATION | 1 8./SECURITY CLASSIFICATION | 19. SECURITY CLASSIFICATION 20. LIMITATION OF ABSTRACT

" OF REPORT . - ’ OF THIS PAGE OF ABSTRACT . C
-Unclassified - Unclassified ;  Unclassified ‘Unlimited

NSN 7540-01-280-5500 - . : ‘ . Standard Form 298 (Rev. 2-89)

Prescribed by ANSI Std 239 18
- 2084102 . -




Table of Contents

0T 1
S 2 - P 2
Table of Contents........cciciiiiiiiiiiiiic s e e e 3
Introduction.......c.coeiiiiiiici s s e s s 4
= T T 4
Key Research Accomplishments...........ccocciiiiiiiiiiiiiiiic i cccrcce e e s 9
COoNCIUSIONS....ciuiiiiriiiiiiriii i s s s s s s s s s s s en s s ana s 10

References........cooieiiiiiiiiiiiciii i e 11



Introduction

The aim of this grant is to investigate the mechanism by which ErbB2, an oncogene commonly
overexpressed in breast cancer, regulates the Par complex, one of the three known complexes important in
establishing cell polarity [1]. In order to address this question two approaches were taken (1) investigate the
contribution of specific autophosphorylation sites to ErbB2-induced changes in epithelial cell polarity and, (2)
investigate the role played by basal-lateral localization of ErbB2 in polarized epithelial cells.

Our lab uses a unique ErbB chimeric receptor, in which both the extracellular and transmembrane
domains have been replaced with corresponding domains from the p75 low affinity NGFR receptor and
dimerization is mediated by a small molecule ligand that binds to the FKBP domain which is fused to C-
terminal region of chimeric ErbB2 [2]. In contrast to constitutively active versions of ErbB2, the inducible
system offers us the advantage to activate ErbB2 in polarized proliferation-arrested epithelial cells and to
investigate the effect of ErbB2 activation on cell polarity [3].

Previous studies have identified five tyrosines in ErbB2's carboxy terminal tail that are
autophosphorylated upon ErbB2 dimerization. Other labs have observed that ErbB2 receptor molecules
with at least one active autophosphorylated tyrosines (Y) mutants Tyr 1144 (YB), Tyr 1201 (YC), Tyr
1226/1227 (YD) and Tyr 1253 (YE) can promote transformation of fibroblasts [4]. | have generated two
classes of autophosphorylation site mutants, a) a series where all but one tyrosine are active and b) a
series where only one tyrosine is active.

Previous studies have identified that a 12 amino acid region in the intracellular juxtamembrane region of
ErbB2 that is required for basolateral localization of ErbB2 [5]. To investigate the importance of
basolateral localization of ErbB2, | have generated mutant versions of ErbB2 that will fail to localize to the

basolateral region of polarized epithelial cells and have investigated the ability of mislocalized ErbB2 to
disrupt polarity.

Collectively these studies have led to conclusion that Tyr 1144 is required for ErbB2 induced disruption of
epithelial cell polarity and that disruption of basolateral localization of ErbB2 not only inactivates its ability
to disrupt polarity but also inactives its ability to transform fibroblasts. In order to investigate the
importance of these observations in transformation of mammary epithelial acini-like structures, | am using
MCF-10A, a human breast epithelial cell line that known to form 3D acini-like structures in culture [6]. In
order to investigate the mechanism by which ErbB2 induces disruption of polarity, | am investigating
which autophosphorylation tyrosine residue mediates ErbB2-induced changes in Par protein complex.

Body

Using the chimeric receptor as “wild type” ErbB2 | have created two distinct series of mutations in order to

investigate the role of individual autophosphorylated tyrosines and ErbB2 localization in its ability to
disrupt cell polarity.

1. Investigate the contribution of specific autophosphorylation sites

i The first series of mutations, herein referred to as the
“Delta” mutations, have only one of the five tyrosines
YA mutated to phenylalanine (Figure 1). This Delta series
is used to determine which, if any, of the sites are
AA required for ErtbB2’s ability to disrupt polarity.

Figure 1: Examples of Y and A mutants.

In'Y mutants all but one of the

autophosphorylation sites is mutated to

phenylalanine, whereas in delta mutants 4

autophosphorylation sites remain intact and )

only one is mutated to phenylalanine. 4




la. Delta mutations

All 5 delta mutations - AA, AB, AC, AD and AE — have been made and expressed in epithelial
cells. In addition two control mutations have been created, 1) all five tyrosines are mutated to
phenylalanine (phosphotyrosine deficient — PYD) and, 2) a kinase-null mutant (kd). In order to
be able to directly compare the effect of activating different mutant versions of ErbB2, I selected
clonal populations of epithelial cells that have comparable levels of expression of chimeric
ErbB2. The clones were further screened for their ability to undergo ligand—induced tyrosine
phosphorylation (Figure 2).

B2 B2+ AC2 AC2+ AC3 AC3+ AC4 AC4+ ADS AD6+ AD7 AD7+ AD8 AD8+

HA-
ErbB2 tag

Phospho-
Tyrosine

Figure 2. An example of selection of clones expressing the autophosphorylation site muations. After clones were
isolated they were tested first for expression of the receptor by doing a western blot for the chimeric receptor tag, HA. They
were then tested for inducible activation of the receptor by stimulating the cells with dimerizer for 20 minutes before lysis. An
increase in phosphotyrosine signal of the receptor indicates that the receptor is active. A wild type control of ErbB2 (B2)
shows the level of receptor expression that is known to cause a phenotype in cells express the wild type receptor. All clones

chosen for testing express the receptor at this level or a level slightly higher. In this case, AC2 AD6 and AD8, were chosen for
further testing in polarity assay.

Our lab has previously shown that stimulation of epithelial cells expressing the wild type
chimera results in (a) activation of the receptor and (b) disruption of polarity as visualized by
changes in ZO-1, a tight junction marker. These changes occur only upon addition of the
synthetic ligand and therefore can be induced polarized epithelia. Activation of ErbB2 that lacks
Tyr 1201 (delta C) or Tyr 1226/7 (delta D) induced disruption of ZO-1 localization, however,
activation of ErbB2 mutants that lack Tyr 1028 or Tyr 1144 did not induce disruption of ZO-1
localization suggesting that Tyrosines 1201 and 1226/7 are not required for ErbB2-induced
disruption of cell polarity and tyrosines 1028 and 1144 are critical mediators of ErbB2-induced
changes in cell polarity. (Figure 3). Experiments are being done to determine the effect of
stimulating AE. Dankort et al have shown previously that the autophosphorylated tyrosine sites
play redundant roles in the transformation of rat fibroblasts, suggesting that the requirement for
Tyr 1144 may be an epithelial specific effect. I am conducting experiments to confirm that AB
and AC constructs are capable of transforming fibroblasts.



ErbB2 PYD
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Figure 3. Immunoflouresence of clones expressing delta mutations both before and after stimulation
of the receptor. In each case, an xy view in the plane of the tight junctions is flanked by a yz view and
topped by an xz view of the field. ErbB2 is a wild type clone known to cause disruption of polarity. PYD (the
phosphotyrosine deficient mutation) is included as a negative control. The rest are representative clones of
the various mutations. Nuclei are stained blue with DAPI, the receptor tag is visualized in green, ZO-1, the
marker of tight junctions, is stained red.

1b. Y mutations

The second series of mutations, herein referred to as the “Y” mutations, have all but one of the
five tyrosines mutated to phenylalanine (Figure 1). The Y series is used to determine which, if
any, of the autophosphorylation tyrosines are sufficient for ErbB2’s ability to disrupt polarity.
Tyr 1201 (YC), Tyr 1226/7 (YD), and Tyr (1253) YE have all been in tested in clonal
populations with equal levels of expression, chosen in the same manner and expressing the same
level as the delta mutations. None of the sites, tested thus far, have shown the ability to induce
disruption of polarity in a polarized, proliferation arrested monolater (Figure 4). I am currently
testing YB (Tyr 1144) for the ability to disrupt polarity. It will be interesting to determine if this
site is sufficient, since lack of this tyrosine (AB) prevents ErbB2 mediated disruption of polarity.



ErbB2 PYD YD -YE

stimulated

Figure 4. Inmunoflouresence of clones expressing Y mutations both before and after stimulation of the
receptor. In each case, an xy view of the field is flanked by a yz view and topped by an xz view of the field. ErbB2 is
a wild type clone known to cause disruption of polarity. PYD (the phosphotyrosine deficient mutation) is included as a
negative control. The rest are representative clones of the various mutations. Nuclei are stained blue with DAPI the
receptor tag is visualized in green, ZO-1, the marker of tight junctions, is stained red.

2. Investigate the role played by basal-lateral localization of ErbB2 in polarized epithelial cells

Previous studies have shown that mutation of 12 amino acids in the juxtamembrane region of the
intracellular domain of ErbB2 cause the protein to localize to the apical, instead of the basal-
lateral membrane. Mutation of only the first 8 amino acids results in a mixed apical/basal-lateral
membrane localization [5]. I have used these mutations in the chimeric ErbB2 receptor in order
to study the importance of ErbB2 localization to its ability to disrupt cell polarity.

After transferring these mutations to the chimeric receptor I tested for the ability of the receptor
to autophosphorylate in the presence of the synthetic ligand. The chimeric ErbB2-12A receptors
were deficent in autophosphorylation both in epithelial cells and in HEK293 cells. In contrast,
ErbB2-8A is autophosphorylated in response to synthetic ligand in both these systems (Figure 5).
Without being able to activate 12A we could not study the effects of localization on receptor
function, therefore the rest of the studies were conducted solely with the ErbB2-8A mutation.

. After confirming the apical/basal-lateral localization of ErbB2-8A (Figure 6), cells were FACS
sorted into separate populations (low, medium, high) and ligand-induced autophosphorylation
was again confirmed (Figure 5). Low expressing ErbB2-8A and wild type populations were both
tested for the ability to disrupt epithelial cell polarity. While wild type was able to disrupt the
tight junctions, visualized with the marker ZO-1, ErbB2-8A was not (Figure 7). Neither an
increase in the ErbB2-8A receptor expression level nor a longer stimulation time was able to
cause ErbB2-8A induced disruption of polarity (data not shown). Therefore the ErbB2-8A
mutation is incapable of disrupting epithelial cell polarity.
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Figure 5. Mislocalization mutant ErbB2-8A autophosphorylates upon stimulation, but ErbB2-12A is
deficient in autophosphorulation. Mislocalization mutations were tested first in epithelial cells (a) and then
in fibroblasts at increasing concentrations of dimerizer (b) for the ability to autophosphorylate. FACS sorted
populations of epithelial cells expressing wild type or 8A ErbB2 were also tested for phosphorylation (c). Cells
were stimutated for 20 min before lysis. Whole cell lysates were then run out and blotted for phosphotyrosine
before being stripped and reprobed for HA, the receptor tag.




I further tested this mutation for the ability to transform rat fibroblasts, which lack the apical-
basal polarity of an epithelial cell. Whereas stimulated wild type ErbB2 could induce foci in a
focus forming assay, ErbB2-8A could not. Therefore, the ErbB2-8A mutation, although capable

of autophosphorylating, has lost its ability to transform fibroblast and to disrupt polarity in
epithelial cells.

ErbB2-8A

Figure 6. 8A mutations causes ErbB2 to mislocalizes to the apical, as
well as lateral membrane. immunoflouresence of MDCK cells expressing
wild type and 8A ErbB2 was performed to visualize the localization of the
receptor in epithelial cells. Nuclei are stained in blue with DAPIL. The
chimeric receptors are recognized via the HA tag and stained green.

unstimulated stimulated 24hr. .
Key Accomplishments

+ determination that ErbB2-8A, although
capable of autophosphorylating, cannot
disrupt epithelial cell polarity or transform

B2 fibroblasts.
o identification of tyrosine 1144 as
necessary for ErbB2 mediated disruption
of cell polarity.
o determination that tyrosines 1201,
1226/1227are  not necessary for
disruption of polarity.
e determination that tyrosines 1201,
1226/1227, and 1253 are not sufficient
8A

for ErbB2 mediated disruption of cell
polarity.

Figure 7. ErbB2-8A mutation does not disrupt epithelial cell polarity. FACS
sorted populations of epithelial cells expressing either ErbB2 or ErbB2-8A at
similar levels were grown on filters to form polarized monolayers. After
polarization and proliferation arrest they were stimulated for 24 hrs. Nuclei are
stained blue with DAPI, the receptor tag is visualized in red, and Zo-1, the
marker of tight junctions, is stained green.




Conclusion

Two approaches were taken to investigate the ability of ErbB2 to regulate cell polarity. The first,
mutation of the autophosphorylated tyrosines, has lead to the discovery that tyrosine 1144 is
necessary for ErbB2 mediated disruption of polarity in epithelial cells. The second,
mislocalization of the receptor, has proved to have interesting possibilities as to the role the
juxtamembrane region plays in ErbB2 regulated cell transformation, but is an ineffective tool for

stimulated

ErbB2

ErbB2-8A

Figure 8. ErbB2, but not ErbB2 8A, transforms rat1
fibroblasts. ErbB2 and ErbB2-8A DNA were
transfected into rat1 fibroblasts. Cells were aillowed to
grow to confluency before stimulant was added.
Fourteen days later, plates were fixed and stained with
Giemsa.

studying the role of localization in ErbB2
mediated transformation. Therefore, future
studies will focus on the autophosphorylation site
mutations.

Once our initial studies are complete and it is
determine if tyrosine 1144 is sufficient, as well
as necessary, for disruption of polarity mutations
involving this site will be used to characterize the
mechanism by which ErbB2 regulates the Par
complex. In the interest of time and well-
established polarity techniques, these initial
screens have been done in Madin Darby Canine
Kidney cells. Now that a specific site has been
targeted as a regulator of polarity a smaller set of
ErbB2 mutations will be expressed in MCF-10A

cells to determine the biochemical interactions mediated by the individual tyrosines, as well as
the role each tyrosine plays in ErbB2 mediated transformation of mammary epithelial cells.
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